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http://europepmc.org/abstract/MED/21704641

/NFSL�7���>FRFTWN�8����9FPJIF�8����>FRFRTYT�.����<FYFSFGJ�0��

Front Genet. 2013 Feb 25;4:12. doi: 10.3389/fgene.2013.00012. eCollection 2013

Pharmacogenomics of Cytochrome P450 3A4: Recent Progress Toward the “Missing Heritability” Problem.
https://www.ncbi.nlm.nih.gov/pubmed/23444277

0QJNS�0��?FSLJW�:2��

SLEEP DURATION
Mol Psychiatry. 2013 Jan;18(1):122-32. doi: 10.1038/mp.2011.142. Epub 2011 Nov 22.
A K(ATP) channel gene effect on sleep duration: from genome-wide association studies to function in Drosophila
https://www.ncbi.nlm.nih.gov/pubmed/22105623

&QQJGWFSIY�0;��&RNS�3��2झQQJW�2^MXTP�'��*XPT�9��9JIJW�1F[NSL�2��&_J[JIT�7;��-F^\FWI�(��[FS�2NQQ�/��;TLJQ_FSLX�3��,WJJS�*<�� 
Melville SA, Lichtner P, Wichmann HE, Oostra BA, Janssens AC, Campbell H, Wilson JF, Hicks AA, Pramstaller PP, Dogas Z, 
7ZIFS�.��2JWWT\�2��5JSSNS]�'��0^WNFHTZ�(5��2JYXUFQZ�&��[FS�)ZNOS�(2��2JNYNSLJW�9��7TJSSJGJWL�9�
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Mol Psychiatry. 2015 Oct;20(10):1232-9. doi: 10.1038/mp.2014.133. Epub 2014 Dec 2.
Novel loci associated with usual sleep duration: the CHARGE Consortium Genome-Wide Association Study
https://www.ncbi.nlm.nih.gov/pubmed/25469926

,TYYQNJG�)/��-JP�0��(MJS�9-��<FYXTS�3+��*NWNPXITYYNW�,��'^WSJ�*2��(TWSJQNX�2��<FWG^�8(��'FSINSJQQN�8��(MJWPFX�1��*[FSX�)8�� 
,WFGJ�-/��1FMYN�/��1N�2��1JMYNRईPN�9��1ZRQJ^�9��2FWHNFSYJ�0)��5ऍWZXXJ�1��5XFY^�'2��7TGGNSX�/��9WFSFM�,/��;NSP�/2��<NQP�/'�� 
8YFKKTWI�/2��'JQQNX�(��'NKKFW�7��'TZHMFWI�(��(FIJ�'��(ZWMFS�,(��*WNPXXTS�/,��*\JWY�7��+JWWZHHN�1��+झQङU�9��,JMWRFS�57��,TTIQTJ� 
7��-FWWNX�9'��-JFYM�&(��-JWSFSIJ_�)��-TKRFS�&��-TYYJSLF�//��-ZSYJW�)/��/JSXJS�20��/TMSXTS�&)��0ईMङSJS�2��0FT�1��0WFKY�5�� 
1FWPNS�*0��1FZIJWIFQJ�)8��1ZNP�&.��2JINHN�2��2TSYLTRJW^�,<��5FQTYNJ�&��5FYJQ�87��5NXYNX�,��5TWHZ�*��6ZF^J�1��7FNYFPFWN�4��7JIQNSJ� 
S, Rimm EB, Rotter JI, Smith AV, Spector TD, Teumer A, Uitterlinden AG, Vohl MC, Widen E, Willemsen G, Young T, Zhang X, Liu 
>��'QFSLJWT�/��'TTRXRF�).��,ZISFXTS�;��-Z�+��2FSLNST�2��2FWYNS�3,��4ѣ(TSSTW�,9��8YTSJ�01��9FSFPF�9��;NNPFWN�/��,MFWNG�8&�� 
5ZSOFGN�32��7ईNPPङSJS�0��;ङQ_PJ�-��2NLSTY�*��9NJRJNJW�-�

-ZR�2TQ�,JSJY�������/FS�� ��
�����������ITN����������MRL�II[�����*UZG������4HY����

Common variants in DRD2 are associated with sleep duration: the Care consortium
https://www.ncbi.nlm.nih.gov/pubmed/26464489

(FIJ�'*��,TYYQNJG�)/��1FZIJWIFQJ�)8��'JSSJYY�)&��'ZHMRFS�&8��'Z]GFZR�8,��)J�/FLJW�51��*[FSX�)8��+झQङU�9��,MFWNG�8&�� 
/TMSXTS�<(��0NR�-��1FWPNS�*0��1JJ�80��1NR�&8��5ZSOFGN�32��8MNS�(��8YTSJ�01��9WFSFM�,/��<JSL�/��>FKKJ�0��?JJ�5(��5FYJQ�87�� 
?MZ�=��7JIQNSJ�8��8F]JSF�7

SYSTEMIC INFLAMMATION
(NWHZQFYNTS�������+JG��� ���
����������ITN����������(.7(:1&9.43&-&�������������*UZG������+JG���
2JYF�FSFQ^XNX�TK�LJSTRJ�\NIJ�FXXTHNFYNTS�XYZINJX�NS�#�������XZGOJHYX�NIJSYNܪJX�RZQYNUQJ�QTHN�KTW�(�WJFHYN[J�UWTYJNS�QJ[JQX 

https://www.ncbi.nlm.nih.gov/pubmed/?term=21300955

)JMLMFS�&��)ZUZNX�/��'FWGFQNH�2��'NX�/(��*NWNPXITYYNW�,��1Z�(��5JQQNPPF�3��<FQQFXHMTKXPN�-��0JYYZSJS�/��-JSSJRFS�5��'FZRJWY�/�� 
8YWFHMFS�)5��+ZHMXGJWLJW�(��;NYFWY�;��<NQXTS�/+��5FWऍ�,��3FNY_F�8��7ZITHP�2*��8ZWFPPF�.��IJ�,JZX�*/��&QN_FIJM�'?��,ZWFQSNP�/�� 
8MZQINSJW�&��9FSFPF�9��?JJ�7>��8HMSFGJQ�7'��3FRGN�;��0F[TZXN�2��7NUFYYN�8��3FZHP�2��8RNYM�31��8RNYM�&;��8ZSI[FQQ�/��8HMJJY�
P, Liu Y, Ruokonen A, Rose LM, Larson MG, Hoogeveen RC, Freimer NB, Teumer A, Tracy RP, Launer LJ, Buring JE, 
Yamamoto 
/+��+TQXTR�&7��8NOGWFSIX�*/��5FSPT\�/��*QQNTYY�5��0JFSJ^�/+��8ZS�<��8FWNS�&5��+TSYJX�/)��'FITQF�8��&XYTW�'(��-TKRFS�&��5TZYF� 
&��<JWIFS�0��,WJNXJW�0-��0ZXX�4��2J^JW�_Z�8HM\FGJINXXJS�-*��9MNJW^�/��/FRXMNIN�>��3TQYJ�.2��8TWFS_T�3��8UJHYTW�9)��;ङQ_PJ� 
-��5FWPJW�&3��&XUJQZSI�9��'FYJX�)��>TZSL�1��9XZN�0��8NXHT[NHP�)8��,ZT�=��7TYYJW�/.��:IF�2��8HMQJXXNSLJW�)��7ZIFS�.��-NHPX�&&�� 
5JSSNS]�'<��9MTWFSI�'��,NJLJW�(��(TWJXM�/��<NQQJRXJS�,��-FWWNX�9'��:NYYJWQNSIJS�&,��/ईW[JQNS�27��7NHJ�0��7FIPJ�)��8FQTRFF�;�� 
<NQQJRX�[FS�)NOP�0��'TJW\NSPQJ�*��;FXFS�78��+JWWZHHN�1��,NGXTS�6)��'FSINSJQQN�8��8SNJIJW�-��'TTRXRF�).��=NFT�=��(FRUGJQQ�-�� 
-F^\FWI�(��5WFRXYFQQJW�55��[FS�)ZNOS�(2��5JQYTSJS�1��5XFY^�'2��,ZISFXTS�;��7NIPJW�52��-TRZYM�,��0TJSNL�<��'FQQFSY^SJ�(2�� 
Witteman JC, Benjamin EJ, Perola M, Chasman DI
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ALCOHOL SENSITIVITY
Hepatology. 2010 Feb;51(2):491-500. doi: 10.1002/hep.23341.

Variability in ethanol biodisposition in whites is modulated by polymorphisms in the ADH1B and ADH1C genes
https://www.ncbi.nlm.nih.gov/pubmed/20101753 

2FWYऑSJ_�(��,FQ[अS�8��,FWHNF�2FWYNS�*��7FRTX�2.��,ZYNऍWWJ_�2FWYऑS�>��&LछSIJ_�/&
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������������ITN����������FIG��������*UZG������&UW���

Genetic variants in or near ADH1B and ADH1C affect susceptibility to alcohol dependence in a British and Irish population 

https://www.ncbi.nlm.nih.gov/pubmed/24735490  

<F^�2��2H6ZNQQNS�&��8FNSN�/��7ZUFWJQNF�0��1^IFQQ�,/��,ZJWWNSN�.��'FQQ�)��8RNYM�.��6ZFIWN�,��9MTRXTS�&)��0FXNFPTLNF�<TWQQJ^�0�� 
(MJWNFS�7��,ZS\FWIJSF�5��7FT�-��0TYYFQLN�,��5FYJQ�8��-NQQRFS�&��)TZLQFX�*��6ZWJXMN�8>��7J^STQIX�,��/FZMFW�8��4ѣ0FSJ�&��)JIRFS� 
&��8MFWU�8��0FSIFX\FR^�7��)FW�0��(ZWYNX�)��2TWLFS�2>��,ZWQNSL�-2

2TQ�5X^HMNFYW^�������8JU ��
��������������ITN����������RU�����������*UZG������2F^���

Genetic contributors to variation in alcohol consumption vary by race/ethnicity in a large multi-ethnic genome-wide 
association study
https://www.ncbi.nlm.nih.gov/pubmed/28485404 

/TWLJSXTS�*��9MFN�00��-TKKRFSS�9/��8FPTIF�1(��0[FQJ�23��'FSIF�>��8HMFJKJW�(��7NXHM�3��2JWYJSX�/��<JNXSJW�(��(MTVZJY�-

-ZR�,JSJY�������&ZL ���
������������ITN����������X������������������*UZG������&UW��

+ZWYMJW�HQFWNܪHFYNTS�TK�YMJ�HTSYWNGZYNTS�TK�YMJ�&)-�(�LJSJ�YT�[ZQSJWFGNQNY^�TK�FQHTMTQNXR�FSI�XJQJHYJI�QN[JW�INXJFXJX https://
www.ncbi.nlm.nih.gov/pubmed/22476623 

Li D, Zhao H, Gelernter J

Mol Psychiatry. 2014 Jan;19(1):41-9. doi: 10.1038/mp.2013.145. Epub 2013 Oct 29.

,JSTRJ�\NIJ�FXXTHNFYNTS�XYZI^�TK�FQHTMTQ�IJUJSIJSHJ�XNLSNܪHFSYܪ�SINSLX�NS�&KWNHFS��FSI�*ZWTUJFS�&RJWNHFSX�NSHQZINSL� 
novel risk loci

https://www.ncbi.nlm.nih.gov/pubmed/24166409

,JQJWSYJW�/��0WFS_QJW�-7��8MJW[F�7��&QRFX^�1��0TJXYJWJW�7��8RNYM�&-��&SYTS�7��5WJZXX�:<��7NINSLJW�2��7ZOJXHZ�)��<TIFW_�3��?NQQ� 
P, Zhao H, Farrer LA

&QHTMTQ�(QNS�*]U�7JX�������/ZQ ��
������������ITN����������FHJW��������*UZG������/ZS���

Genomewide Association Study for Maximum Number of Alcoholic Drinks in European Americans and African Americans 

https://www.ncbi.nlm.nih.gov/pubmed/26036284
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CHRONOTYPE
51T8�,JSJY�������&ZL�� ��
���J���������ITN����������OTZWSFQ�ULJS����������J(TQQJHYNTS������&ZL

,JSTRJ�<NIJ�&XXTHNFYNTS�&SFQ^XJX�NS���������.SIN[NIZFQX�.IJSYNܪJX�3J\�2TWSNSLSJXX�FSI�8QJJU�)ZWFYNTS�1THN
https://www.ncbi.nlm.nih.gov/pubmed/27494321

TSJX�8*��9^WWJQQ�/��<TTI�&7��'JFZRTSY�73��7ZYM�08��9ZPJ�2&��>FLMTTYPFW�-��-Z�>��9JIJW�1F[NSL�2��-F^\FWI�(��7TJSSJGJWL�9�� 
<NQXTS�/+��)JQ�,WJHT�+��-NHPX�&&��8MNS�(��>ZS�(-��1JJ�80��2JYXUFQZ�&�'^WSJ�*2��,JMWRFS�57��9NJRJNJW�-�&QQJGWFSIY�0;��+WJFYM^
� RM, Murray A, Hinds DA, Frayling TM, Weedon MN

8QJJU�2JI�������4HY ����������ITN����������O�XQJJU��������������*UZG������/ZS��

Circadian preference and sleep timing from childhood to adolescence in relation to genetic variants from a genome-wide 
association study
https://www.ncbi.nlm.nih.gov/pubmed/29982088

2JWNPFSYT�.��1FMYN�/��0ZZQF�1��-JNSTSJS�0��7ईNPPङSJS�0��&SIJWXXTS�8��8YWFSIGJWL�9��5JXTSJS�&0

3FY�(TRRZS�������+JG�� ���������ITN����������SHTRRX�����

,<&8�TK��������NSIN[NIZFQX�NIJSYNܪJX�LJSJYNH�[FWNFSYX�FXXTHNFYJI�\NYM�XJQK�WJUTWYNSL�TK�GJNSL�F�RTWSNSL�UJWXTS
https://www.ncbi.nlm.nih.gov/pubmed/26835600

Hu Y, Shmygelska A, Tran D, Eriksson N, Tung JY, Hinds DA

3FY�(TRRZS�������2FW�� ���������ITN����������SHTRRX�����

,JSTRJ�\NIJ�FXXTHNFYNTS�FSFQ^XNX�NIJSYNܪJX�ST[JQ�QTHN�KTW�HMWTSTY^UJ�NS���������NSIN[NIZFQX�KWTR�YMJ�:0�'NTGFSP
https://www.ncbi.nlm.nih.gov/pubmed/26955885

1FSJ�/2��;QFXFH�.��&SIJWXTS�8,��0^QJ�8)��)N]TS�<,��'JHMYTQI�)&��,NQQ�8��1NYYQJ�2&��1ZNP�&��1TZITS�&��*RXQJ^�7��8HMJJW�+&�� 
1F\QTW�)&��7JIQNSJ�8��7F^�)<��7ZYYJW�20��8F]JSF�7

8QJJU�������+JG�� ��
����ITN����������XQJJU�_X\���

Genetic Basis of Chronotype in Humans: Insights From Three Landmark GWAS
https://www.ncbi.nlm.nih.gov/pubmed/28364486
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GUT HEALTH
Frontiers in Microbiology, ORIGINAL RESEARCH published: 12 June 2019 doi: 10.3389/fmicb.2019.01316

Micronutrient Requirements and sharing Capabilities of the Human Gut Microbiome

https://www.ncbi.nlm.nih.gov/pmc/articles/PMC6593275/pdf/fmicb-10-01316.pdf
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